
HLA-SuBiTo NGStype®

Simply the highest accuracy for 
HLA genotyping



3.4 kb
55‘ UTR 33‘ UTR22 33 4411 8866 7755HLA-A

4.3 kb
55‘ UTR 33‘ UTR22 33 4411 776655HLA-B

4.4 kb
55‘ UTR 33‘ UTR22 33 4411 8866 7755HLA-C

5.9 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DQA1

5.5 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DPA1

Whole Gene 
Coverage

Amplified Exon

5.9 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DRB1 55 66

5.6 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DRB3 55 66

5.1 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DRB4 55 66

4.9 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DRB5 55 66

5.9 kb
55‘ UTR 33‘ UTR22 3311 44HLA-DQB1 55 66

7.4 kb
55‘ UTR 33‘ UTR22 3311HLA-DPB1 5544

Key Region
Coverage

HLA-NGSType® Amplification Primer

Cl
as

s 
I

Cl
as

s 
II

Coverage of all relevant 11 HLA loci

The workflow

Final Preparation & 
Run on Sequencer

Data analysis

Final PCR & Purification

Size selection

Fragmentation, End prep., 
Adaptor Ligation

Long-Range PCR

Pooling & Purification

overnight

overnight

HLA-SuBiTo NGStype®

The perfect solution for your 
high resolution HLA typing
HLA-SuBiTo NGStype® uses Next-
Generation-Sequencing for high 
resolution HLA typing of up to 11 loci 
and many samples in parallel.

It features an easy workflow with 
long-range PCR, fragmentation with 
library preparation, and can run on 
any Illumina NGS system. The collected 
data is automatically analysed on the 
convienient and powerful NGStype® 
Software.



Concise information on report
The locus specific report of the NGStype® 
Software contains all necessary information.

Results are displayed as a string of alleles and 
P-/G-group summary. Valuable information 
about each exon and intron are listed as well as 
the ratios for each heterozygous position.

Additionally, a summary report with all 
analyzed loci for a sample can be exported.

NGStype® Software

	 Quantitative 
representation of each 
individual base.

Sample and loci 
overview with color
         code for analysis 
         status.

High resolution results with the 
ability to switch ambiguities 
from allele strings to P-/G-
groups summary with 
a simple double-click.

Coverage plot 
with indicator 
for heterozygous 
positions and contigs.



Contact worldwide
inno-train Diagnostik GmbH
Niederhöchstädter Str. 62
61476 Kronberg
Deutschland
+49 (0)6173 60 79 30
info@inno-train.de

Contact USA/Canada

inno-train Diagnostik, Inc.
108 Utica Street
Clinton NY 13323
USA

+1 (888) 352 2196
customer.usa@inno-train.com

Advantages of HLA-SuBiTo NGStype®

•	 High resolution HLA typing 

•	 11 loci, 7 loci, and 6 loci versions

•	 Many samples in parallel

•	 Long-Range PCR with multiplexed reactions

•	 Fragmentation: ~400 bp per fragment

•	 Paired-end reads: 2*150 bp

•	 Works with all Illumina platforms

HLA-SuBiTo NGStype® 
6 loci

HLA-SuBiTo NGStype® 7 
loci

HLA-SuBiTo NGStype® 
11 loci

Article No.: 002 097 024 002 098 024 002 099 024

Sample/Kit 24 24 24

Multiplexes 2 2 3

HLA-A • • •
HLA-B • • •
HLA-C • • •
HLA-DPA1 •
HLA-DPB1 • • •
HLA-DQA1 • •
HLA-DQB1 • • •
HLA-DRB1 • • •
HLA-DRB3 •
HLA-DRB4 •
HLA-DRB5 •
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